
Gene Primer Primer sequence
Amplicon 

Size Threshold
1 Slope

Percent 

Amplification 

Efficiency
2

18S1864F 5'-ccg cgt gac agt gag caa ta

18S1913R 5'-ccc agg aca tct aag ggc atc

28S3054F 5'-ggt agc caa atg cct cgt ca

28S3204R 5'-gag tca agc tca aca ggg tct tct ttc cc

28S2974F 5'-ctg ccc agt gct ctg aat gtc aaa gtg aag

28S3104R 5'-gtt aat cca ttc gtg cgc g

Pok6456F 5'-gac aac ggt ggc cga aac gcg g

28S3104R 5'-gtt aat cca ttc gtg cgc g

Pok6456F 5'-gac aac ggt ggc cga aac gcg g

Pok6578R 5'-gat ggt cgg att cga ttg aat gct cg

TIF392F 5'-gac atc atc ctg gtt ggc ct

TIF442R 5'-aac gtc agc ctt ggc atc tt

GTP385R 5'-tat tca gca tgg aga gac ggc

GTP435R 5'-gat gtc gac tga cgc tgg aa

1.  Calculated as 0.2 x 2 ^[1-(50/length in bp)].

-3.546

-3.636

2.  Calculated as ln [10^(-1/slope)] / ln (2)

Additional File 5.  qPCR primers
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